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Species Gene Symbol Gene ID GenBank Accession Transcript
Human KDM5C 8242 BC054499 NM_004187

About the gene

Official Symbol KDMS5C

Previous Symbol SMCX; JARID1C; MRX13

Official Full Name | lysine demethylase SC

Synonyms DXS1272E; XE169

Location Xpll1.22

Gene Type protein_coding

Uniprot ID P41229

Pathway/Library Epigenetic Regulators Related Genes Library

This gene is a member of the SMCY homolog family and encodes a protein with one ARID domain, one
JmjC domain, one JmjN domain and two PHD-type zinc fingers. The DNA-binding motifs suggest this
Gene Summary protein is involved in the regulation of transcription and chromatin remodeling. Mutations in this gene
have been associated with X-linked cognitive disability. Alternative splicing results in multiple transcript
variants.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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